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<210> 1 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of S. aureus 

<400> 1 

cttttgctga tcgtgatgac aaa 

<210> 2 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of S. aureus 

<400> 2 

tttatttaaa atatcacgct cttcg 

<210> 3 

<211> 23 



23 



25 



- 1 - 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of 
<400> 3 

tcgcggtcca gtaatagatt ata 

<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of 
<400> 4 

tgcatttcca gttatttctc cc 

<210> 5 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of 
<400> 5 

attgatcatg gtattgatag atac 

<210> 6 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of 
<400> 6 

tttaatcttt ttgagtgtct tatac 

<210> 7 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of 

<400> 7 

taaaatgaaa caactcggtt ataag 

<210> 8 
<211> 24 



S . epidermidis 



23 



S . epidermidis 



22 



S. haemolyticus 



24 



S. haemolyticus 



25 



S. saprophyt icus 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer for amplification of S. saprophyticus 



<400> 8 

aaactatcca taccattaag tacg 



24 



<210> 9 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of S. hominis 

<400> 9 

cgaccagata acaaaaaagc acaa 24 

<210> 10 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for amplification of S. hominis 



<210> 11 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide ATaur02 

<400> 11 

atttaaaata tcacgctctt cgtttag 27 

<210> 12 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide ATepi02 



<400> 10 



gtaattcgtt accatgttct aa 



22 



<400> 12 

attaagcaca tttctttcat tatttag 



27 



<210> 13 
<211> 27 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide AThaeO 

<400> 13 

atttaaagtt tcacgttcat tttgtaa 

<210> 14 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide AThomO 

<400> 14 

atttaatgtc tgacgttctg catgaag 

<210> 15 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide ATsapO 

<400> 15 

acttaatact tcgcgttcag cctttaa 

<210> 16 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer APstap03 

<400> 16 

cccactcgct tatatagaat ttga 

<210> 17 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer APstap04 

<400> 17 

ccactagcgt acatcaattt tga 



<210> 18 
<211> 25 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer APstapOS 

<400> 18 

ggtttaataa agtcaccaac atatt 25 

<210> 19 

<211> 47 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence) ATepi03 



<221> misc_feature 
<222> (1) . . . (20) 
<223> spacer sequence 

<400> 19 

gaattcaaag ttgctgagaa attaagcaca tttctttcat tatttag 47 

<210> 20 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence) ATepi04 



<221> misc_f eature 
<222> (1) . . . (40) 
<223> spacer sequence 



<400> 20 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg attaagcaca tttctttcat 60 
tatttag 67 

<210> 21 

<211> 87 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence) ATepiOS 

<221> misc_feature 
<222> (1) . . . (60) 
<223> spacer sequence 



<400> 21 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg tcttcttaaa atctaaagaa 60 
attaagcaca tttctttcat tatttag 87 
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<210> 



22 




DNA 

Artificial Sequence 



67 



<213> 



<220> 



<223> capture nucleotide (with spacer sequence) Ataur27 

<221> misc_feature 
<222> (1) ... (40) 
<223> spacer sequence 

<400> 22 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg atttaaaata tcacgctctt 60 
cgtttag 67 

<210> 23 
<211> 67 
<212> DNA 

<213> Artificial Sequence 



<223> capture nucleotide (with spacer sequence) Atepi27 

<221> misc_feature 
<222> (1) ... (40) 
<223> spacer sequence 

<400> 23 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg attaagcaca tttctttcat 60 
tatttag 67 

<210> 24 
<211> 67 
<212> DNA 

<213> Artificial Sequence 



<223> capture nucleotide (with spacer sequence) Athae27 

<221> misc_feature 
<222> (1) . . . (40) 
<223> spacer sequence 

<400> 24 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg atttaaagtt tcacgttcat 60 
tttgtaa 67 

<210> 25 
<211> 67 
<212> DNA 

<213> Artificial Sequence 



<220> 



<220> 



<220> 
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<223> capture nucleotide (with spacer sequence) Athom27 



<221> misc_feature 
<222> (1) ... (40) 
<223> spacer sequence 



<400> 25 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg atttaatgtc tgacgttctg 60 
catgaag 67 

<210> 26 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence) Atsap27 

<221> misc_feature 
<222> (1) ... (40) 
<223> spacer sequence 



<400> 26 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg acttaatact tcgcgttcag 60 
cctttaa 67 



<210> 27 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer APcons3-l 

<400> 27 

taayaaartc accaacatay tc 

<210> 28 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer APcons3-2 

<221> misc_feature 

<222> (1) . . . (22) 

<223> n = A, T, C or G 



<400> 28 

tymgntcatt tatggaagat ac 22 

<210> 29 
<211> 67 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> capture nucleotide (with spacer sequence ) AtaurlS 

<221> misc_feature 
<222> (1) . . . (52) 
<223> spacer sequence 

<400> 29 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg tcttcttaaa atgctcttcg 60 
tttagtt 67 

<210> 30 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence ) Ataur40 

<221> misc_f eature 
<222> (1) . . . (27) 
<223> spacer sequence 

<400> 30 

gaattcaaag ttgctgagaa tagttcaaat ctttatttaa aatatcacgc tcttcgttta 60 
gttcttt 67 

<210> 31 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence ) AtanalB 

<221> misc_feature 
<222> (1) . . . (52) 
<223> spacer sequence 

<400> 31 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg tcttcttaaa atgctcttca 60 
tttagtt 67 

<210> 32 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence ) Atana27 

<221> misc_f eature 
<222> (1) . . . (40) 
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<223> spacer sequence 



<400> 32 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg gtttaaaata tcacgctctt 60 
catttag 67 

<210> 33 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence ) Atana40 

<221> misc_feature 
<222> (1) . . . (27) 
<223> spacer sequence 

<400> 33 

gaattcaaag ttgctgagaa tagttcaaat ctttgtttaa aatatcacgc tcttcattta 60 
gttcttt 67 

<210> 34 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence ) AtepilS 

<221> misc_feature 
<222> (1) ... (52) 
<223> spacer sequence 

<400> 34 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg tcttcttaaa attttcatta 60 
tttagtt 67 

<210> 35 
<211> 67 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture nucleotide (with spacer sequence ) Atepi40 

<221> misc_feature 
<222> (1) . . . (27) 
<223> spacer sequence 

<400> 35 

gaattcaaag ttgctgagaa tagttcaaat ctttattaag cacatttctt tcattattta 60 
gttcctc 67 

<210> 36 
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<211> 40 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> spacer sequence 
<400> 36 

gaattcaaag ttgctgagaa tagttcaatg gaaggaagcg 

<210> 37 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. aureus femA capture sequence 

<400> 37 

atttaaaata tcacgctctt cgtttag 

<210> 38 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. epidermidis femA capture sequence 

<400> 38 

attaagcaca tttctttcat tatttag 

<210> 39 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. haemolyticus femA capture sequence 
<400> 39 

atttaaagtt tcacgttcat tttgtaa 

<210> 40 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. hominis femA capture sequence 
<400> 40 

atttaatgtc tgacgttctg catgaag 
<210> 41 
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<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. saprophyticus femA capture sequence 

<400> 41 

acttaatact tcgcgttcag cctttaa 27 

<210> 42 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. capitis femA capture sequence 
<400> 42 

attaagaaca tctctttcat tattaag 27 

<210> 43 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. caseolyticus femA capture sequence 
<400> 43 

ataaagacat tcgagacgaa ggct 24 

<210> 44 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. cohnii femA capture sequence 
<400> 44 

acttaacact tcacgctctg acttgag 27 

<210> 45 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. gallinarum femA capture sequence 
<400> 45 

acttaaaact tcacgttcag cagtaag 27 
<210> 46 
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<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> S. intermedius femA capture sequence 
<400> 46 

gtggaaatct tgctcttcag atttcag 

<210> 47 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. lugdunensis femA capture sequence 
<400> 47 

ttctaaagtt tgtcgttcat tcgttag 

<210> 48 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. schleiferi femA capture sequence 
<400> 48 

tttaaagtct tgcgcttcag tgttgag 

<210> 49 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. sciuri femA capture sequence 
<400> 49 

gttgtattgt tcatgttctt tttctaa 

<210> 50 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> S. simulans femA capture sequence 
<400> 50 

ttctaaattc ttttgttcag cgttcaa 
<210> 51 
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<211> 27 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> S. warneri femA capture sequence 



<400> 51 

agttaaggtt tctttttcat tattgag 



27 



<210> 52 



<211> 



27 



<212> DNA 

<213> Artificial Sequence 



<223> S. xylosis femA capture sequence 
<400> 52 

gcttaacacc tcacgttgag cttgcaa 

<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<210> 54 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer APmcon02 antisense 
<400> 54 

gtasgtcatr rstyctcc 18 

<210> 55 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> consensus primer MycU4 sense 



<400> 53 

catgcagtga attagaacgt 



20 



<220> 

<223> Mycobacteria avium capture probe 



<400> 55 



cggtcgtctc cgaagcccgc g 



21 



<210> 56 
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<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacteria gastrii 1 capture probe 
<400> 56 

gatcggcagc ggtgccgggg 

<210> 57 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacteria gastrii 3 capture probe 



<400> 57 

gtatcgcggg cggcaaggt 

<210> 58 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacteria gastrii 5 capture probe 



<400> 58 

tctgccgatc ggcagcggtg ccgg 

<210> 59 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacteria gastrii 7 capture probe 



<400> 59 

gccggggccg gtattcgcgg gcgg 

<210> 60 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacteria gordonae capture probe 
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<400> 60 

gacgggcact agttgtcaga gg 



22 



<210> 61 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium intracellulare 1 capture probe 

<400> 61 

gggccgccgg gggcctcgcc g 21 

<210> 62 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium intracellulare 3 capture probe 

<400> 62 

gcctcgccgc ccaagacagt g 21 

<210> 63 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Mycobacterium leprae capture probe 
<400> 63 

gatttcggcg tccatcggtg g 

<210> 64 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium kansasi 1 capture probe 

<400> 64 

gatcgtcggc agtggtgacg g 

<210> 65 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium kansasi 3 capture probe 



15 



<400> 65 

tcgtcggcag tggtgac 



17 



<210> 66 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium kansasi 5 capture probe 
<400> 66 

atccgccgat cgtcggcagt ggtgacg 

<210> 67 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Mycobacterium malmoense capture probe 

<400> 67 

gacccacaac actggtcggc g 

<210> 68 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium marinum capture probe 
<400> 68 

cggaggtgat ggcgctggtc g 

<210> 69 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium scrofulaceum capture probe 
<400> 69 

cggcggcacg gatcggcgtc 

<210> 70 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium simiae capture probe 



16 - 



<400> 70 

atcgctcctg gtcgcgccta 



20 



<210> 71 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium szulgai capture probe 
<400> 71 

cccggcgcga ccagcagaac g 21 

<210> 72 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium tuberculosis capture probe 
<400> 72 

gccgtccagt cgttaatgtc gc 22 

<210> 73 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Mycobacterium xenopi capture probe 
<400> 73 

cggtagaagc tgcgatgaca eg 22 

<210> 74 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer DPSCONS2 sense 
<400> 74 

gggctccagc agecaagaag agga 24 

<210> 75 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer DPSMAGE1 sense 
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<400> 75 

gggttccagc agccgtgaag agga 



24 



<210> 76 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer DPSMAG8 sense 

<400> 76 

gggttccagc agcaatgaag agga 24 

<210> 77 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer DPSMAG12 sense 
<400> 77 

gggctccagc aacgaagaac agga 24 

<210> 78 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer DPASC0NB4 antisense 
<400> 78 

cggtactcca ggtagttttc ctgc 24 

<210> 79 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 1 DTAS01 
<400> 79 

acaaggactc caggatacaa gaggtgc 27 

<210> 80 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 2 DTAS02 
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<400> 80 

actcggactc caggtcggga aacattc 



27 



<210> 81 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 3 DTS0306 

<400> 81 

aagacagtat cttgggggat cccaaga 

<210> 82 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 4 DTAS04 

<400> 82 

tcggaacaag gactctgcgt caggcga 

<210> 83 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 5 DTAS05 

<400> 83 

gctcggaaca cagactctgg gtcaggg 

<210> 84 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 6 DTS06 

<400> 84 

caagacaggc ttcctgataa tcatcct 

<210> 85 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 7 DTAS07 
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<400> 85 

aggacgccag gtgagcgggg tgtgtct 

<210> 86 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> capture probe Mage 8 DTAS08 
<400> 86 

gggactccag gtgagctggg tccgggg 



<210> 


87 


<211> 


27 


<212> 


DNA 


<213> 


Artificial 



<220> 

<223> capture probe Mage 9 DTAS09 
<400> 87 

tgaactccag ctgagctggg tcgaccg 



<210> 


88 


<211> 


27 


<212> 


DNA 


<213> 


Artificial 


<220> 





<223> capture probe Mage 10 DTAS10 



<400> 88 

tgggtaaaga ctcactgtct ggcagga 27 

<210> 89 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 11 DTAS11 
<400> 89 

gaaaaggact cagggtctat caggtca 27 

<210> 90 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe Mage 12 DTAS12 



- 20 



<400> 90 

gtgctacttg gaagctcgtc tccaggt 

<210> 91 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer CONSENSUS 2 -3-4 sense 

<400> 91 

tgcagacmac caccaactac tt 

<210> 92 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer CONSENSUS1-5 sense 
<400> 92 

tgmggkccaa gatgaccaac wt 

<210> 93 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer CONSENSUS1-5 antisense 
<400> 93 

tcatgrcrca saggttcagg at 

<210> 94 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe DRD1 
<400> 94 

ctggcttttg gcctttgggt ccctttt 

<210> 95 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe DRD2 
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<400> 95 

tgattggaaa ttcagcagga ttcactg 



27 



<210> 96 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe DRD3 

<400> 96 

gagtctggaa tttcagccgc atttgct 

<210> 97 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe DRD4 
<400> 97 

cgtctggctg ctgagccccc gcctctg 

<210> 98 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe DRD5 
<400> 98 

ctgggtactg gccctttggg acattct 

<210> 99 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer Hlsense 
<400> 99 

ctccgtccag caacccct 

<210> 100 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer H2sense 
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<400> 100 



ctgtgctggt caccccagt 



19 



<210> 101 



<211> 21 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer H3sense 



<400> 101 



actcatcagc tatgaccgat t 



21 



<210> 102 



<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer Hlantisense 



<400> 102 

accttccttg gtatcgtctg 



20 



<210> 103 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer H2 antisense 
<400> 103 

gaaaccagca gatgatgaac g 21 

<210> 104 
<211> 19 
<212> DNA 

<213> Artificial Sequence 



<210> 105 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HI 



<220> 

<223> primer H3 antisense 



<400> 104 

gcatctggtg ggggttctg 



19 



- 23 - 



<400> 105 



ccccaggatg gtagcgga 



18 



<210> 



106 



<211> 



22 



<212> 



DNA 

Artificial Sequence 



<213> 



<220> 



<223> capture probe H2 
<400> 106 

aggatagggt gatagaaata ac 22 

<210> 107 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe H3 

<400> 107 

tctcgtgtcc ccctgctg 18 

<210> 108 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> general consensus primer sequence for subtypes 1A, 
IB, 1C, ID, IE, 2A ; 2B, 2C, 4, 6, and 7 sense 

<400> 108 

atchtgcacc tstgbgbcat 20 

<210> 109 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<223> consensus primer for subtype 1A sense 

<400> 109 

atcctgcacc tgtgcgccat 

<210> 110 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 



<220> 

<223> consensus primer for subtype IB sense 



- 24 



<400> 110 

atcatgcatc tctgtgtcat 



20 



<210> 111 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 1C sense 

<400> 111 

atcatgcacc tctgcgccat 20 

<210> 112 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype ID sense 

<400> 112 

atcctgcatc tctgtgtcat 20 

<210> 113 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype IE sense 

<400> 113 

atcttgcacc tgtcggctat 20 

<210> 114 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 2A sense 

<400> 114 

atcatgcacc tctgcgccat 20 

<210> 115 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 2B sense 



- 25 



<400> 115 

atcatgcatc tctgtgccat 



<210> 116 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 2C sense 

<400> 116 

atcatgcacc tctgcgccat 

<210> 117 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 4 sense 

<400> 117 

atttttcacc tctgctgcat 

<210> 118 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 6 sense 

<400> 118 

atcctcaacc tctgcttcat 

<210> 119 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for subtype 7 sense 

<400> 119 

atcatgaccc tgtgcgtgat 

<210> 120 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> general consensus primer for 4, 6 



- 26 - 



<400> 120 

atcytycacc tctgcykcat 



20 



<210> 121 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for 4 

<400> 121 

atttttcacc tctgctgcat 20 

<210> 122 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for 6 

<400> 122 

atttttcacc tctgctgcat 20 

<210> 123 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> general consensus primer for 5A, 5B 

<400> 123 

atctggaayg tgrcagccat 2 0 

<210> 124 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for 5A 

<400> 124 

atctggaatg tgacagcaat 20 

<210> 125 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for 5B 



27 - 



<400> 125 

atctggaacg tggcggccat 



20 



<210> 126 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Specific 7 

<400> 126 

atcatgaccc tgtgcgtgat 20 

<210> 127 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Specific 3B 

<400> 127 

cttccggaac gattagaaa 19 

<210> 128 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> general consensus primer for Consensus subtypes 
1A, IB, 1C, ID, IE , 2A, 2B, 2C , 4, 7 

<22 1> mis cofeature 

<222> (1) ... (17) 

<223> n = A,T,C or G 

<400> 128 

ttgghngcyt tcygbtc 17 

<210> 129 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer Consensus subtype 1A antisense 

<400> 129 

ttcaccgtct tcctttc 17 

<210> 130 

<211> 17 



- 28 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> consensus primer for Consensus subtype IB 
antisense 

<400> 130 

ttggtggctt tgcgctc 17 

<210> 131 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus subtype 1C 
antisense 

<400> 131 

ttggaagctt tcttttc 17 

<210> 132 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus subtype ID 
antisense 

<400> 132 

ttagtggctt tcctttc 17 

<210> 133 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus subtype IE 
antisense 

<400> 133 

gtggctgctt tgcgttc 17 

<210> 134 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus subtype 2A 
antisense 



- 29 - 



<400> 134 

ttgcacgcct tttgctc 



17 



<210> 135 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus 
antisense 

<400> 135 

tttgaggctc tctgttc 

<210> 136 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus 
antisense 

<400> 136 

ttggaagctt tcttttc 

<210> 137 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus 
<400> 137 

ttggctgctt tccggtc 

<210> 138 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus 

<400> 138 

gtggctgctt tctgttc 

<210> 139 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 



subtype 2B 

17 

subtype 2C 

17 

subtype 4 antisense 

17 

subtype 7 antisense 

17 



30 - 



<223> consensus primer for Consensus Specific 1A 
ant isense 



<400> 139 

ttcaccgtct tcctttc 17 

<210> 140 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus Specific 4 
antisense 

<400> 140 

tcttggctgc tttggtc 17 

<210> 141 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus Specific 6 
antisense 

<400> 141 

ataaagagcg ggtagatg 18 

<210> 142 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer Consensus 5A, 5B antisense 

<400> 142 

ccttctgctc cctcca 16 

<210> 143 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Consensus 5A antisense 

<400> 143 

ccttctgttc cctcca 16 

<210> 144 
<211> 16 
<212> DNA 



- 31 - 



<213> Artificial Sequence 



<220> 

<223> consensus primer for Consensus 5B antisense 
<400> 144 

ccttctgctc ccgcca 16 

<210> 145 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer for Specific 3B antisense 
<400> 145 

accggggact ctgtgt 16 

<210> 146 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR1C 
<400> 146 

ctatgctcaa taggattacg t 21 

<210> 147 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR2A 
<400> 147 

gtggtgaatg gggttctgg 19 

<210> 148 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR2B 
<400> 148 

tggcctgaat tggctttttg a 21 

<210> 149 
<211> 22 
<212> DNA 



- 32 



<213> Artificial Sequence 



<220> 

<223> capture probe HTR2C/1C 

<400> 149 

ttattcacga acactttgct tt 

<210> 150 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR1B 

<400> 150 

aatagtccac cgcatcagtg 

<210> 151 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR1D 

<400> 151 

gtactccagg gcatcggtg 

<210> 152 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR1A 

<400> 152 

catagtctat agggtcggtg 

<210> 153 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR1E 

<400> 153 

atactcgact gcgtctgtga 



<210> 154 
<211> 19 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> capture probe HTR7 
<400> 154 

gtacgtgagg ggtctcgtg 

<210> 155 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR5A 
<400> 155 

ggcgcgttat tgaccagta 

<210> 156 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR5B 
<400> 156 

ggcgcgtgat agtccagt 

<210> 157 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR3B 
<400> 157 

gatatcaaag gggaaagcgt a 

<210> 158 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HTR4 
<400> 158 

aaaccaaagg ttgacagcag 



<210> 159 
<211> 18 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> capture probe HTR6 
<400> 159 

gtagcgcagc ggcgagag 18 

<210> 160 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer IPSCONA sense 
<400> 160 

gacagcgacg ccgcgagcca 20 

<210> 161 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer IPASCONA antisense 
<400> 161 

cgtgtcctgg gtctggtcct cc 22 



<210> 162 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A1 ITSA01 
<400> 162 

ggagggccgg tgcgtggacg ggctccg 

<210> 163 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A2 ITASA02 

<400> 163 

tctccccgtc ccaatactcc ggaccct 

<210> 164 
<211> 27 
<212> DNA 



27 



27 



<213> Artificial Sequence 



<220> 

<223> capture probe HLA-A3 ITASA03 A 
<400> 164 

ctgggccttc acattccgtg tctcctg 

<210> 165 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A3 ITSA03B 
<400> 165 

agcgcaagtg ggaggcggcc catgagg 

<210> 166 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A11 ITSA11A 
<400> 166 

gcccatgcgg cggagcagca gagagcc 

<210> 167 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A11 ITSA11B 
<400> 167 

cctggagggc cggtgcgtgg agtggct 

<210> 168 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A23 ITSA23A 
<400> 168 

gcccgtgtgg cggagcagtt gagagcc 



<210> 169 
<211> 27 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A23 ITASA23B 
<400> 169 

ccttcacttt ccctgtctcc tcgtccc 

<210> 170 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A24 ITSA24A 
<400> 170 

gcccatgtgg cggagcagca gagagcc 

<210> 171 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A24 ITASA24B 
<400> 171 

tagcggagcg cgatccgcag gttctct 

<210> 172 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A25 ITASA25A 
<400> 172 

tagcggagcg cgatccgcag gctctct 

<210> 173 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A25 ITASA25B 
<400> 173 

tcacattccg tgtgttccgg tcccaat 



<210> 174 
<211> 27 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> capture probe HLA-A26 ITASA26 
<400> 174 

gggtccccag gttcgctcgg tcagtct 

<210> 175 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A29 ITASA29 
<400> 175 

tcacattccg tgtctgcagg tcccaat 

<210> 176 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A3 0 ITASA3 0 

<400> 176 

cgtaggcgtg ctgttcatac ccgcgga 

<210> 177 

<211> 27 

<212> DNA 

<2 13 > Artificial Sequence 
<220> 

<223> capture probe HLA-A31 ITASA31 

<400> 177 

cccaatactc aggcctctcc tgctcta 

<210> 178 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A33 ITSA33 
<400> 178 

cgcacggacc cccccaggac gcatatg 



<210> 179 
<211> 27 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> capture probe HLA-A68 ITSA68A 
<400> 179 

ggcggcccat gtggcggagc agtggag 27 

<210> 180 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A68 ITASA68B 
<400> 180 

gtcgtaggcg tcctgccggt acccgcg 27 

<210> 181 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe HLA-A69 ITASA69 
<400> 181 

atcctctgga cggtgtgaga accggcc 27 

<210> 182 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> sense primer for cytochrome P450 

<400> 182 

gccagagcct gagga 15 

<210> 183 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer consensus a3 , a23, al, a2 antisense 

<400> 183 

tcaaaagaaa ttaacagaga 2 0 

<210> 184 
<211> 19 
<212> DNA 



- 39 - 



<213> Artificial Sequence 



<220> 

<223> primer Specific a9 antisense 
<400> 184 

acaatgaagg taacatagg 

<210> 185 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer Specific al8 antisense 

<400> 185 

actgatggaa ctaactgg 

<210> 186 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe 3al 
<400> 186 

tgttttgatt cggtacatct ttg 

<210> 187 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe 3a3 
<400> 187 

ttgatttggt acatctttgc t 

<210> 188 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe 3A9 
<400> 188 

actcctgggg gttttgggtg 



<210> 
<211> 
<212> 



189 

24 

DNA 



<213> Artificial Sequence 



<220> 

<223> capture probe 3A18 

<400> 189 

attactgagt attcagaaat tcac 

<210> 190 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> capture probe 3A2 

<400> 190 

ggttaaagat ttggtacatt tatgg 

<210> 191 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer OGM1 

<400> 191 

cgtcttcaaa gcaagtggat tg 

<210> 192 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> consensus primer OGM2 

<400> 192 

atcctgttgc cggtcttgcg 



